HIV Specimen Submission Quick Guide for SAMS Sites Using HMSLoader 

SAMS Version  8.03.02 and 9.0


Specimen Processing 

1- Verify the patient’s identity with a photo identification card 

  before collecting specimen.

2- Perform draw and label SSTs.

3- Centrifuge all specimens within six (6) hours of collection.

4- Organize specimens by groups of 40. Be sure there are enough sequential barcodes available for 
         the SSTs. Otherwise, group specimens according to pre-printed barcode labels available.                             

5- Generate SAMS HIV roster according to samples on hand.
6- Create SAMS diskette and make sure it’s encrypted (.ENC file).
7- Print SAMS roster.
8- Label SSTs with 10 digit pre-printed barcode against HIV roster according to this picture:








[image: image1.png]M)




Specimen Submission Process 

1- Log in to HMSLoader website.

2- Select Transfers button.

3- Select SAMS Upload.

4- Select PDHA or non-PDHA button.

5- Choose SAMS version.
6- Enter path to SAMS file using browse button to locate file named: UIC XXXXXXX.ENC
7- Click Upload button.
8- Log out of HMSLoader.

9-Package and ship specimens to testing contractor.

For more information, contact the Navy Central HIV Program (NCHP) @
NCHP@med.navy.mil

